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Cleave target molecule and produce 
corresponding fragment data. 
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Obtain fragment data for a reference 
molecule, either by cleaving or by simulation. 
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Determine a reduced set ot sequence variation 
candidates based on different 
fragments in the target molecule 
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Score the candidate sequences identified in 
box 106. 
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Compute all the bounded compomers (c[i,j], 
bp,j]) in C k , and store them together with the 
indices i, j. 
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For every additional peak, find all compomers 
with mass reasonably close to the peak mass, 
and store them as compomer witnesses. 
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For every compomer witness c' identified from 
box 204, find all bounded comoomprQ t~ t b) in 
C k such that D{c',c,cb) - 
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Figure 2 



Compute all sequence variation candidates 
using at most k insertions, deletions and 
substitutions, such that the operation is 
repeated for every bounded compomer (c,b) 
with indices i,j, according to restrictions 
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Produce every sequence variation candidate 
computed from box 208 as the system output 
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ANALYSIS COMPUTER 
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Figure 3 
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